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fEEFABPCells{®#7F5e2counts, 1ERBMARYsketch assay HIREFFIRE/ A28, ANKIIRIRERSERILA.
BTAR: MIKBEERLERANESIERASR, REHESTENEE, 53/ VMBI TR ZE RN,

EXL AR, BRERD "RETERANE" 5 "S—SEEBBIE LITE" . SeurathIMEEN Ssketchiftiz
RMH—MEERE: TRBountsBEHE, WEARATHORER, BIEFINRTENERTISEHE. ERRIEX
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TEERUEIAFIIER, EKSeurat, SeuratObjectfIBPCells$z, (RIFRBREIFEESEKE, HIFLUSEHIA
ERNAEREZFRIAITEIAY10x HDF5 AN ; RADT, EfESeAREES IS RISEESIZX, T eeEEIEFRE1T
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SeiETiE B countsfllAssay 5%

ERHNIIEER, (REBJRHDFSAF)). BPCellstassHEAEMANES, SeuratfRFXISREMIAIRER, Iz Tassay
K. R4S, AEAas.matrix, AMRE—MRIMIRDSK/NHIMEEEIER SR =S(E,

i brary(Seurat)
I'i brary(Seurat Obj ect)
i brary(BPCel | s)
dir.create("anal ysi s_bundl e", showWarni ngs=FALSE)
bp_dir <- "anal ysis_bundl e/ counts_bp"
if (dir.exists(bp_dir)) stop("usssssEsssssEEEEnEn")
mat <- open_matrix_10x_hdf5("filtered_feature_bc_matrix.h5")
wite_matrix_dir(mt=mat, dir=bp_dir)
counts <- open_matrix_dir(bp_dir)
obj <- CreateSeurat Cbj ect (counts=counts)
stopi fnot (inherits(obj[["RNA"]], "Assay5"),
i dentical (Layers(obj[["RNA"]]), "counts"))
print(list(dinmedin(obj[["RNA"]]), class=class(obj[["RNA"]]$counts)))
writeLi nes(capture.output(sessionlnfo()), "analysis_bundle/session.txt")
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TEAMIEE. FEEFIDPER(NERSE, ERBREIERKE. B countsEEKEncellsSINAEIHEE; ZERT
LEHEORTFEEIEEHE, P NENORUREERR, FURUNBEKITETIZEEL.

Def aul t Assay(obj) <- "RNA"
obj <- NornalizeData(obj)
obj <- FindVariabl eFeat ures(obj)
obj <- SketchData(obj, assay="RNA", ncells=ni n(10000L, ncol (obj)),
net hod="Lever ageScore", sketched. assay="sketch", seed=2026L)
Def aul t Assay(obj) <- "sketch"
obj <- FindVariabl eFeat ures(obj)
obj <- Scal eData(obj, features=Variabl eFeatures(obj))
npcs <- mn(30L, |ength(Variabl eFeatures(obj))-1L, ncol (obj[["sketch"]])-1L)
st opi fnot (npcs>=2L, ncol (obj[["sketch"]])>50L)
obj <- RunPCA(obj, npcs=npcs)
obj <- FindNei ghbors(obj, dinms=seq_| en(npcs))
obj <- Finddusters(obj, resolution=0.5)
obj <- RunUMAP(obj, dins=seq_| en(npcs), return.nodel =TRUE)
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ﬁi)ln.w
obj <- ProjectData(obj, assay="RNA", sketched.assay="sketch",

sket ched. reducti on="pca", full.reduction="pca.full",

umap. nodel =" umap", di ms=seq_| en(npcs),

normal i zati on. met hod="LogNor nal i ze",

refdata=list(cluster_full="seurat_clusters"))
Def aul t Assay(obj) <- "RNA"
st opi f not (nrow( Enbeddi ngs(obj, "pca.full"))==ncol (obj[["RNA"]]))
print(table(is.na(obj$cluster_full)))
SaveSeur at Rds(obj, file="anal ysis_bundl e/ anal ysi s.rds",

nove=FALSE, rel ati ve=TRUE)

check <- LoadSeurat Rds("anal ysi s_bundl e/ anal ysis.rds")
print(di mcheck[["RNA"]]))
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It RiREAZEEbundle, REFNEXTBHNEREE, AEAEMKER. BBERERNZFVER, BNEHRES
EEHRA. HECEENOERE, FEERIRNSEFINBASGERER, NREEHIEIEINBIRZRLN, FLEhE
SE=SUS

BERAGIESHEREH RS FF

HDFSX BB T, RRINEIEREATA. MERTREHAMEREAR. SRENHIGEFER, HRFRE
THERIE. FREN TILISRENHEEMEELIENER, B REMRENEN RN EERSFRERFER,
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DRIMESE. I3—. sketch, REAMRFHNIREFSI/OBE. BEEFNRASIHZBMRESENE, SR
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https://satijalab.org/seurat/articles/bpcells_interaction_vignette.html
https://satijalab.org/seurat/articles/sketch_analysis.html
https://satijalab.org/seurat/reference/sketchdata
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https://satijalab.org/seurat/reference/projectdata
https://satijalab.github.io/seurat-object/reference/SaveSeuratRds.html

